SUPPLEMENTAL FIGURES AND LEGENDS

Figure S1
showing the most conserved regions in red. In bold red probable conserved residues involved in function.
(B) The most conserved residues of sFlaF were present in the loop between β2 and β3 and the loop between β6 and β7. The sequence conservation was generated using the ConSurf webserver (1-3). The color gradient is from maroon (the most conserved), through yellow, to cyan (the least conserved).
Figure S7
Related to Figure 5 . Structure alignment of sFlaF. sFlaF from two crystal forms are superimposed. PDB:
4P94 chain A (tan), chain B (cyan); PDB: 4LIO (magenta). Conserved residues L49, S74, P126, and Y154 and semi-conserved residue E50 are shown as stick. Residue S74 in chain B (cyan) forms Hbonding with E50 backbone and water-mediated H-bonding with E50 side chain that stabilizes the helix formation on N-terminus. 
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